gene dosage modulates development of the ganglion, its associated nerves and leads to corneal abnormalities.
that the ophthalmic branch (opV) is present. However, in the absence of any eyes in the homozygous mutants, it projects solely to the eyelids. On the other hand, the maxillary branch (Mx) is abnormal, with reduced arborisation. In particular, the whisker follicles, the major target of the Mx division, seem to be abnormally innervated in Pax6À/À mice with defects in the encirclement of the axons around the follicles. These findings confirmed the association between changes in Pax6 gene dosage and axonal pathfinding, as has already been described for other discrete neuronal populations. Moreover, the downregulated expression in Pax6À/À mice of two neuronal markers, TrkC and Ngn2, suggests defects in the specification of neurones, confirming the role of Pax6 in trigeminal precursor specification. During the first few hours of development, the zebrafish embryo undergoes a dramatic reorganization through a sequence of morphogenetic tissue movements. One such movement is the spreading of the outer epithelium around the spherical yolk cell, a process referred to as epiboly. Our work focuses on the underlying genetic and biophysical mechanisms of this process. We have found that during epiboly, a contractile actin ring forms along the circumference of the yolk cell, potentially functioning as a ''tractor" that drives epithelial movement. We are currently investigating the formation and biophysical properties of this actin structure. Furthermore, we are analyzing the dramatic pattern of epithelial cell shape changes that occur during epiboly. Key approaches of our work include high-resolution live imaging of cytoskeletal components as well as laser-based tissue manipulation. Initial experiments show that the ring structure forms through streaming of actin to the equator of the embryo. Marginal cells of the epithelium make contact with this actin-rich zone, and local actin contraction appears to pull the tissue around the yolk.
Using image analysis software, we are now able to track individual cell shape changes within the epithelium. This revealed a For this purpose, we developed a simple and robust wounding assay which consists of laser wounding 50-80 isogenic Drosophila embryos and looking for unclosed wounds $16 h later.
We have validated our wounding assay in a pilot screen using mutations previously described to affect either wound or dorsal closure in the fly. We found that a mutant in the JNK signaling pathway showed wound closure defects in our assay, in accordance with previous work showing the requirement for this signaling pathway on larval wound healing.
In our primary screen we tested 655 insertional mutant lines available from public databases and found that 30 of these mutants consistently showed over 30% of unclosed wounds in our assay.
Using this methodology, we have isolated a group of novel 'wound healing genes' containing not only expected genes, like known cytoskeleton regulators, but also some unanticipated as well as completely unstudied genes. The involvement of one such candidate currently under study will be discussed. Pig with diphyodont dentition is a suitable model organism for studying the initiation of successional tooth development. To analyze structural changes of dental lamina during development we performed the 3D computer-added analysis of a mandibule (E25, E30, E35, E45). At E25, the 3D reconstruction revealed uncontinuous dental lamina along the jaw. At E30 dental lamina was already continuous along the jaw with remarkable differences of its deepness with a shorter interdental region. Lateral epithelial ingrowths were obvious close to the budding epithelium. Furthermore, we investigated the mechanism of fragmentation involved in the dental lamina regression as it becomes obvious at E50. At this stage, a few of TUNEL positive cells were distinguishable in the dental lamina and therefore, apoptosis does not seem to be responsible for the interruption of the dental lamina with oral epithelium during early lamina regression. To test the presence of proapoptotic markers we detected Fas and Fas-L at the late stages of lamina development when the signs of regression were already obvious.
Both markers were situated on the side of lamina facing to teeth.
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The pretectal region is the alar plate of prosomere 1, and is intercalated between the alar parts of the midbrain and thalamus. In previous works we explored throughout chicken ontogeny the molecular code that characterizes this region, attending to both global AP and DV patterns, and part for part in terms of derived nuclei and other cell populations (Ferran et al., 2007 (Ferran et al., , 2009 . 
